[Abstract] In this protocol, we use a CyTOF TM mass cytometry to collect single-cell data on a large number of cytokines/chemokines as well as cell-surface proteins that characterize T cells and other immune cells. The current selected mass window in AW 103-203 includes the lanthanides used for most antibody labeling, along with iridium and rhodium for DNA intercalators.
1. Warm complete RPMI media to 37 °C in water bath. Each sample will require 22 ml of media with benzonase. Calculate the amount needed to thaw all samples, and prepare a separate aliquot of warm media with 1:10,000 benzonase (final concentration 25 U/ml).
Benzonase is added into the media to prevent dead cell aggregation. Thaw no more than 3 samples at a time. Run one control PBMC with each batch of samples.
2. Remove samples from liquid nitrogen and transport to lab on dry ice.
3. Place 10 ml of warmed benzonase media into a 15 ml tube, making a separate tube for each sample. 
